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Protein Synthesis Sentence Activity
PART 1: PRACTICE
1. Complete Data Table 1 using your knowledge of DNA transcription and the mRNA

Genetic Code Chart (can be found on p. 234 in textbook). 
Data Table 1

	DNA
	mRNA
	Amino Acid

	TCA
	AGU
	Serine

	CCC
	
	Glycine

	
	
	Methionine

	GGA
	CCU
	

	
	GAG
	Glutamic Acid

	TAA
	
	Isoleucine

	
	
	Tryptophan

	CGC
	GCG
	

	CGT
	GCA
	

	ATT
	
	

	AAA
	UUU
	

	TTA
	
	Asparagine

	CCA
	
	Glycine

	TTT
	
	


2. Use the mRNA Genetic Code Wheel or Chart to list in Data Table 2 ALL possible mRNA sequences for the amino acids shown in this segment of hemoglobin.
[image: image1.emf]
Data Table 2 – a few or all boxes will have a codon
	Valine
	Histidine
	Leucine
	Threonine
	Proline
	Glutamic Acid

	
	
	
	
	
	

	
	
	
	
	
	

	
	
	
	
	
	

	
	
	
	
	
	

	
	
	
	
	
	

	
	
	
	
	
	


3. Examine the mRNA sequences for each amino acid recorded in Data Table 2. What do you notice about them?
PART 2: Activity - Following the instructions given, complete the charts shown below:
Sentence # ______:
	DNA
	
	
	
	
	
	
	
	

	mRNA
	
	
	
	
	
	
	
	

	Words / sentence
	
	
	
	
	
	
	
	

	tRNA
	
	
	
	
	
	
	
	


Sentence # _______:

	DNA
	
	
	
	
	
	
	
	

	mRNA
	
	
	
	
	
	
	
	

	Words / sentence
	
	
	
	
	
	
	
	

	tRNA
	
	
	
	
	
	
	
	


Sentence # ________:

	DNA
	
	
	
	
	
	
	
	

	mRNA
	
	
	
	
	
	
	
	

	Words / sentence
	
	
	
	
	
	
	
	

	tRNA
	
	
	
	
	
	
	
	


Sentence #________:
	DNA
	
	
	
	
	
	
	
	

	mRNA
	
	
	
	
	
	
	
	

	Words / sentence
	
	
	
	
	
	
	
	

	tRNA
	
	
	
	
	
	
	
	


Sentence #_______:
	DNA
	
	
	
	
	
	
	
	

	mRNA
	
	
	
	
	
	
	
	

	Words / sentence
	
	
	
	
	
	
	
	

	tRNA
	
	
	
	
	
	
	
	


Build your own sentence using the words available. Then use your knowledge of DNA transcription, translation, and the mRNA Genetic Code Wheel or Chart to decode it. Complete Data Table 3.
Data Table 3
	DNA
	
	
	
	
	
	
	
	

	mRNA
	
	
	
	
	
	
	
	

	Words / sentence
	
	
	
	
	
	
	
	

	tRNA
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